[Peptide mapping of membrane-bound monooxygenases].
A method is developed for studies of differences in peptide structure of native membrane-bound monooxygenases using limited proteolysis of liver microsomal hemoproteins. Analysis of peptide maps was carried out in constitutive and induced by 3 methylcholanthrene and 2, 3, 7, 8-tetrachlorodibenzodioxin enzyme forms, responsible for metabolic and biological activation of polycyclic aromatic hydrocarbons.